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MICROEVOLUTION AND PROSPECTS OF SWINE GENOME USE IN SELECTION 
Purpose. The study and use in the selection process the genetic methods based on the achievements of  
immune genetics, biochemical polymorphism and DNA technologies that allow to model and predict the 
processes of hybridization and breed formation in swine breeding are the main tasks of the investigation.  
Methods. The morphological, immunogenetic, cytogenetic, biochemical and archaeological methods of  
investigation have been used when studying microevolution of swine from Neolithic period to up-to-date  
breed formation process. Results. The biological rate of evolution at different stages of domestication of the 
Sus order, the sources of genetic mutation have been defined. Conclusions. The general characteristic of the 
swine genome creates the possibility to estimate microevolutional processes in the population of wild and 
domestic swines from another point of view, to focus more on the selection process of the creation of new 
lines, hybrids and breeds with high level of productivity. 
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DISCOVERY AND MOLECULAR CHARACTERIZATION OF A NOVEL PLUM POX  
VIRUS STRAIN  
Aim. Atypical isolates of Plum pox virus (PPV) discovered in naturally infected sour cherry in urban orna-
mental plantings in Moscow, Russia have been studied. Methods. The isolates were detected by polyclonal 
double antibody sandwich ELISA and RT-PCR using universal primers specific to 3’-non-coding and to coat 
protein ( P) genome regions but failed to be recognized by triple antibody sandwich ELISA with the univer-
sal monoclonal antibody 5B and by RT-PCR using primers specific to the conventional PPV strains. Results. 
The CP gene sequence analysis of 9 isolates revealed the 99.2 – 100% of within-group identity and 62 - 85% 
identity with the conventional PPV strains. Conclusion. Phylogenetic analysis and alignment of the N-
terminal CP aa sequences showed that the atypical isolates represent a group distinct from the known PPV 
strains and belong to a new tentative PPV strain CR.  
Key words: Plum pox virus, sour cherry, phylogenetic analysis, PPV strain CR.  
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