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 SINE ,    5S . 
      

LTR-    - . -

,     LTR-1_PSt-LTR -
      

LTR- .  
 

 1.   E.coli      
     /  -  

Ala (GGC) 
Ala (TGC) 

STRID1 NonLTR/SINE2 Citellus ( ) 

Arg (ACG) AFROSINE3 NonLTR/SINE2 Loxodonta africana  
(   ) 

Arg (CCG) Ves  NonLTR/SINE2 Vespertilio ( / ) 
Asn (GTT) CryptonS-22_PI DNA transposon Phytophthora ( ) 
Gly (GCC) 
His (GTG) 
Thr (CGT) 

SINE_SM    NonLTR/SINE2 Coregonus ( ) 

Ile (GAT) SINE2-2_SP  NonLTR/SINE2 Echinoidea (  ) 
Lys (TTT) LmeSINE1c NonLTR/SINE3 Latimeria ( ) 
Met (CAT) SINE-3_CQ   NonLTR/SINE2 Culex quinquefasciatus  

(  ’ ) 
Phe (GAA) Gypsy-14_DAn-I LTR/Gypsy Drosophila ( )  
Pro (CGG) BflSINE1  NonLTR/SINE3 Branchiostoma ( ) 
Ser (GGA) DIRS-1_ACas LTR/DIRS  Acanthamoeba ( ) 
Thr (GGT) STRID4 NonLTR/SINE2 Ictidomys tridecemlineatus 

( c  ) 
Val (GAC) LTR-1_PSt-LTR LTR Puccinia striiformis  

(   ) 
Val (TAC) CAVID     NonLTR/SINE2 Cavia porcellus (  ) 
 

 12 ,     
    -  

SINE  ( .2).   
     -

:    tRNASAT-1_ZM -
;      MOSAT-

2_DR -  (Brachydanio rerio) ; -
   SAT-1_SK  

(Enteropneusta). ,    
    -

 [27],      
 -  SINE .  

    -
    

HERV49I   .  , -
      LTR- 

  LTR41_SS.  
 ,   -

    ,   
-  SINE ,   -

      , 
  ,      

.    Ves  ,   
    [28].   

     -

  ( .1)    ( .2). 
   SINE_SM   

   ( .2). ,  SINE 
       

 [14].    
AFROSINE2  AFROSINE3,     

,   -  SINE  
[29]. ,     AFROSINE3 

     
  ( .1),    -
  ( .2). 
, ,    

    -
 SINE .  ,   
-      

(  )   ,  
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  .  
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   IS-   -
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   ,    

   (   
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   ,   -
,    -,    

     -

    ,  -
       

,       
  . 

 
 2.   H. sapiens      

     /  -  

Ala (CGC) ALPINE1 NonLTR/SINE2 Vicugna pacos ( ) 
Arg (CCT) LTR41_SS   LTR/ERV1 Sus ( ) 
Asn (ATT) AFROSINE2 NonLTR/SINE2 Loxodonta africana 

(   ) 
Asn (GTT) AFROSINE3   NonLTR/SINE2 Loxodonta africana 

(   ) 
Cys (GCA) Ves4_ML    NonLTR/SINE2 Myotis lucifugus ( ) 
Gln (CTG) MIR NonLTR/SINE2 Mammalia ( ) 
Gly (CCC) 
Gly (TCC) 

SINE2-1_Pca NonLTR/SINE2 Procavia capensis  
(  ) 

Lys (CTT) Gypsy-14_DAn-I LTR/Gypsy Drosophila ( ) 
Lys (TTT) HERV49I LTR/ERV1 Homo ( ) 
Pro (AGG) 
Pro (CGG) 
Pro (TGG) 

NeSL-1_TV   NonLTR/NeSL Trichomonas vaginalis 
( ) 

Thr (TGT) CRYI     NonLTR/SINE2 Testudinoidea 
(  )  

Tyr (GTA) ALPINE1B NonLTR/SINE2 Vicugna pacos ( ) 
 

 
,   -  -
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tRNA OF PROKARYOTIC AND EUKARYOTIC ORIGIN AS STRUCTURAL UNITS 
OF EUKARYOTIC MOBILE GENETIC ELEMENTS  
Aims. To examine whether bacterial tRNAs are a source of SINE elements and whether tRNAs of 
procaryotic and eukaryotic origin are components of MGE of other classes. Methods. Sequences that are 
homologous fragments of eukaryotic MGE have been determined using the program Censor. Results. The 
sequences of tRNAs of bacterial origin were shown to be a source of SINE elements. It was shown that the 
sequences of tRNAs of prokaryotic and eukaryotic origin are components of other classes of MGE and in the 
case of eukaryotic tRNA sequences they are a source of the satellite repeats as well. Conclusions. The 
sequences of prokaryotic and eukaryotic tRNAs are not only a source of SINE elements, but also of the 
structural units of other MGE classes, namely, LTR-retrotransposons, and DNA transposons. 
Key words: tRNA, mobile genetic elements, SINE elements, structural units. 


