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 1.     Boechera   (Apo)   (Sex) 

  
       

 
  

     
1 Arabis holboellii Colorado 3x #36-1  Apo 
2 Arabis holboellii Colorado 3x #6-3  Apo 
3 Arabis holboellii Colorado 3x #5-10 Apo 
4 Arabis holboellii Colorado 2x #4-2 Apo 
5 Arabis holboellii Colorado 2x #8-7 Apo 
6 Arabis drummondii 2x #10  Sex 
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7 Arabis holboellii Rc#1 Apo 
8 Arabis holboellii cg#25 Apo 
9 Arabis drummondii 4 Sex 
10 Arabis drummondii 11 Sex 
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(  3)  SCAR_Isaak_230 (  4)  

.     
SCAR_Cin_220  5  ( -

 85 - 93%),  SCAR_Cin_240  9 -
  (  91%), 

SCAR_Cin_380    -
  20  (  -

 ),  SCAR_Isaak_230  2 -
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 (  )  -
 (  )  Boechera  -

   1 

. 2.     
 (  )  -

 (  )  
Boechera   2 

 
 2.     

 
  

 
   

1. Poa pretense  SCAR  Parth1 
 Sex1 

 : 
[6] 

2 Pennisetum 
squamulatum  
Cenchrus ciliaris 

SCAR  ASGR (the apospory-specific 
genomic region) 

: [7] 

3. Hypericum 
perforatum 

SCAR   
CAPS (cleaved 
amplified polymorphic 
site) 

  , -
  ARIADNE -

 ,  
RING- nger   -

  -
-   E3. 

: [8] 

4. Hieracium 
caespitosum 

4 SCAR  
 
3 SCAR  
 

   
(LOA) 

   
(LOP) 

 
  

: 
[9] 

5. Allium ramosum 4 SCAR  -
 

  : 
[10] 

 
 

1.     -
 SSAP    -

 SCAR  : 
SCAR_Cin_220, SCAR_Cin_240. 

2.   
SCAR_Cin_220, SCAR_Cin_240   

      

(Boechera stricta)   (Boechera 
holboellii).    

   SCAR -
  (    -

 ).  
3.   -

  SCAR_Cin_220 (  1), 
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SCAR_Cin_240 (  2)  . 
    

SCAR_Cin_220  5  ( -
 85 – 93%),  SCAR_Cin_240  9 

  (  
91%). 

4.     
,   , -

    -
  :  
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     1  
PstI    2 Kb.  

    -
     2  

Eco130I    1  6 Kb, 
HindIII  –  1.5  6 Kb, MvaI 

 –  1  8 Kb.  
    -

     3  
PstI    4 Kb.  

 
       (  11-04-97039 

_ _   13-04-01404- ). 
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SCREENING OF GENOME LOCI ASSOCIATED WITH GAMETOPHYTE APOMIXIS AT 
BOECHERA HOLBOELLII PLANTS (BRASSICACEAE FAMILY) 
Aims. Apomixis is the seeds-without-sex reproduction of floral plants at which germs in seeds arise from 
cells of maternal genotype without participation both genetic recombination and syngamy (fusion of male 
and female gametes). Nevertheless the genetic control of apomixis is not clear and speculative till now. The 
goal of work was to perform isolation and identification of genome loci associated with apomixis in 
Boechera plants. Methods. DNA sequencing was performed to convert SSAP markers to SCAR markers of 
apomixis. Southern hybridization experiments on the basis BamHI, EcoRI, Eco130I, HindIII, MvaI and PstI 
for the detection polymorphisms among apomixis and amphimixis genomes were used. Results. It has been 
completed plural independent sequencing of created SCAR markers of apomixis (all 4 probes). The similar-
ity and homology of the markers with known DNA sequences were established. In Southern hybridization 
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experiments among one apomixis and one amphimixis genotypes different genome marker fragments of 
apomixis were detected. Conclusions. The obtained results are the important precondition for the detection 
and identifications of the general genome fragments (genes) in a range from 1 up to 10 Kb at bulk samples of 
plant genomes with sexual and asexual reproduction in the following investigations. 
Key words: Boechera holboellii, apomixis, molecular markers, DNA sequencing, Southern hybridization. 
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