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TRACES OF ANCIENT MIGRATIONS IN THE CRIMEAN AND KAZAN TATARS GENEPOOLS:  
THE ANALYSIS OF Y-CHROMOSOME POLYMORPHISM  
Aims. The comparative analysis of gene pools of the Crimean and Kazan Tatars by the Y chromosome 
markers. Methods. The molecular, statistical and cartographical methods were used. Results. A high 
heterogeneity and lack of a dominant haplogroup were found for the gene pool of Crimean Tatars. 
Conclusions. The Crimean Tatars gene pool includes the «Middle Eastern», «Mediterranean» and, to a lesser 
extent, «Asian» haplogroups, and for Kazan Tatars the «Finno-Ugric» haplogroups are typical. The gene 
pools of the Crimean and Kazan Tatars are placed on the different «poles» of the genetic space of Eurasian 
Turkic peoples. 
Key words: Y-chromosome haplogroup, population, gene pool, Crimean and Kazan Tatars. 
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