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by aditive and dominant system of genes with predominating both additive and nonaditive genes, that gives 
the opportunity to recommend the selection of perspective plants in early generations. Conclusions. 
Researched varieties of pea are valuable sources of high productivity characteristics in their use in the 
selection programs for creation of new high productive varieties suitable to growing under modern intensive 
technologies. 
Key words: pea, variety, hybrid, inheritanc, seed, gen, selection. 
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CHARACTERIZATION OF GENETIC STRUCTURE OF CATTLE BREEDING LIVESTOCK OF 
HOLSTEIN AND BELORUSSIANWHITE-AND-BLACK CATTLE FOR PROLACTIN GENE 
(bPRL) 
Aims. Estimate the frequency of alleles of prolactin gene in the two groups cattle of Holstein and black-and-
white breed. 
Methods. The method of PCR-RFLP was used. Results. The frequencies of bPRL-RsaI  and bPRL-RsaIB 

alleles of prolactin gene were determined in the two groups cattle of Holstein and black-and-white breed. 
Conclusions. Evaluation of conformity observed genotype frequencies with expected genotype frequencies 
according to Hardy-Weinberg equilibrium. Found that the bPRL-RsaIB allele is a rare in both the studied 
group. The distribution of allele frequencies of prolactin gene in both populations did not differ. The 
observed genotype frequencies correspond to the theoretically expected by the Hardy-Weinberg equilibrium. 
Key words: prolactin gene, prolactin hormone, cattle, Holstein cattle, black-and-white breed. 
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