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likrose) adaptive four derivatives sources round peony Bordo bekrosirovanie derived from F1 hybrid parent. 
Methods. Pollination of the hybrid, which has already received bekros F1 hybrid with the previous F1 has 
made it possible to get a generation that has ensured the standard uterine oval odnotipichnyh harvested roots 
to 98 % in variety Diy. Results. To speed up the selection of late-maturing varieties have a scheme that in-
volves hybridization of derivative forms tapered and rounded. Conclusions. The selection on the selective 
background with F1 hybrid uterine betanin’s mather roots and propagation of in vitro culture has allowed for 
12 years to reduce the creation of a new genotype varieties Bahriany. 
Key words: hybridization, selection, table beet, polikrose, genotype. 
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VARIATION OF THE SCOTS PINE PLUS TREES AT ISOZYME AND MICROSATELLITE LOCI 
Aims. Analysis of the individual heterizygosity in 35 Scots pine (Pinus sylvestris L.) trees sampled in the 
plantations of the northern Donetsk region. Methods. To determine genotype of plants, we used 
electrophoretic analysis in polyacrylamide gel of 9 gene-enzyme systems with detection of 14 polymorphic 
isozyme and 5 microsatellite DNA loci. Results. Individual heterozygosity of trees notably varied. There 
were detected 0 to 5 heterozygous microsatellite or isozyme loci in their genotypes. Conclusions. 
Microsatellite loci provide more exact determination of the allele diversity and heterozygosity of plus trees. 
Key words: Pinus sylvestris, plus trees, isozyme and microsatellite loci. 
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