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DEVELOPMENT OF MORPHOLOGICAL AND BIOLOGICAL MODELS OF MAIZE HYBRIDS  
OF DIFFERENT MATURITY GROUPS UNDER IRRIGATION 
Aims. Development and clarification of morphological models of hybrids of corn for the of irrigation south 
of Ukraine. Methods. Genetic and statistical analysis of selection numbers of hybrids of corn. Results. The 
article presents data on the development and refinement of morphological models maize hybrids of different 
maturity groups. The models developed corn hybrids will effectively lead work on a new raw material of 
corn with desired properties and the appropriate level of implementation of hybrid combinations that en-
hance the effectiveness of selection process of synthesis of a new generation of hybrid and rapid implemen-
tation in agricultural production. Conclusions. For the terms of irrigation of south of Ukraine different mod-
els of hybrids of corn of the FAO 150–600 groups are developed. 
Key words: maize, hybrid model, yield of grain, plant height, irrigation. 
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THE MOLECULAR-GENETIC EFFECTS OF GENOME DUPLICATION IN WINTER RYE  
(SECALE CEREALE L.) 
Aims. Studying of the molecular-genetic effects of genome duplication in winter rye on cellular, protein and 
DNA levels. Methods. Cytologic analysis of the chromosome number, the microsporogenesis, karyotype 
analysis with use C-banding, electrophoresis of the storage proteins - secalins, PCR-analysis with random 
primers (RAPD). Results. Duplication of the chromosome number in winter rye accompanied by a signifi-
cant infringements of the microsporogenesis process, changes in the spectrum of amplified DNA fragments 
and the spectra of species-specific proteins of seeds (secalins). Conclusions. Duplication of the genome in 
rye leads to multiple molecular genetic effects on cellular, protein and DNA levels, due to an infrigements of 
a balanced genetic system of meiosis control in diploid plants, gene expression changes in species-specific 
seed proteins and structural changes in DNA as a result of duplication. 

Key words: winter rye, genome duplication, chromosomes, DNA, aneuploidy, meiosis, polymor-
phism, electrophoresis, PCR-analysis. 
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