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THE PURPOSES, VALUES AND UNIT OF PRESERVATION OF THE BIODIVERSITY  
AND GENE POOL OBJECT IN ANIMAL INDUSTRIES 
Aims. Definition of the purpose, values and units of preservation of a biodiversity, and also gene pool object 
in animal industries. Methods. On the basis of analysis SoW-AnGR, FAO, 2007b and modern base genetic 
knowledge we submit the general circuit of formation of an overall objective, the certain spectrum of values 
and preservation of their genetic basis – of the genofund (alleles pool) of agricultural animals. And as 
elementary unit of preservation acts, suggested by us, concept «gene pool object». Results. The purposes, 
values and units of preservation of a biodiversity are established, and also the concept is offered and 
definition «gene pool object» in animal industries is given. Conclusions. Combination of values selected for 
long-term preservation of set of populations, as well as specific value of each of them, can and should be 
based on the following categories (kinds or bases of values): economic, ecological (including landscape), 
historical, cultural, social, medical, scientific, and in the future – and on others, for the present the unknown 
to us. Basic unit of preservation of a biodiversity of animal industries is breed, and additional (auxiliary) – 
species (a sort or a subspecies), intrabreed (zonal) type (spawn), separate animals oustanding in the breeding 
attitude. 
Key words: purposes, values and units of preservation, gene pool object. 
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POLYMORPHISM OF THE MODERATE NON-RACE-SPECIFIC DISEASE RESISTANCE GENE 
Sr2/Lr27 AND Lr34/Yr18/Pm38 IN BREAD WHEAT CULTIVARS OF NSC «INSTITUTE OF 
 AGRICULTURE NAAS» BREEDING 
Aims. The object of our investigation is allelic state identification of Sr2/Lr27 and Lr34/Yr18/Pm38 gene in 
bread wheat cultivars of Polissia. Methods. Allelic state of the Lr34 gene was identified with the molecular-
genetic marker caISBP1 use and marker for Sr2/Lr27 locus was csSr2. Results. In five cultivars (13,5 % of 
the total number) was detected the «Marquiz-allele» and rest had the «null allele» of Sr2 locus. The «resis-
tant» allelic state of Lr34 gene (Lr34+) was identified in 11 cultivars (39 %). The «susceptible» allelic state 
of Lr34 was identified in 9 wheat cultivars (32 %) and 8 (29 %) cultivars showed polymorphism at the Lr34 
locus. Conclusions. It is necessary to involve in wheat breeding process the Lr34 and Sr2 gene, because it is 
valuable source of disease resistance. 
Key words: stem rust, Ug99, bread wheat, resistance, Sr2, Lr34. 
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